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Table 3 Concordance rate of the GENECUBE® HQ SARS-CoV-2

Real-time RT-PCR (N2 NIID method)

Positive Negative
GENECUBE®Y HQ SARS-CoV-2 Positive 81 3
Negative 0 981
Positive concordance rate (%) 100 (93.4-100)
Negative concordance rate (%) 99.7 (99.1-99.9)
Total concordance rate (%) 99.7 (99.2-99.9)

Real-time RT-PCR (N2 NIID method)

Positive Negative
GENECUBE® HQSARS-CoV-2 (Heat-extraction Positive 79 1>
method) Negative 2 983
Positive concordance rate (%) 97.5(91.4-99.7)
Negative concordance rate (%) 99.9 (99.4-100)
Total concordance rate (%) 99.7 (99.2-99.9)

Data in parentheses are 95% confidence intervals

NIID National Institute of Infectious Diseases. RT-PCR reverse transcription polymerase chain reaction, SARS-CoV-2 severe acute respiratory
syndrome coronavirus 2

“Samples were positive by GeneXpert®

Molecular Diagnosis & Therapy

https://doi.org/10.1007/540291-021-00535-5
Y.Kiyasu et.,al
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