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of influenza virus nucleic acids in nasopharyngeal sample obtained

AT, FREEAD, RHB9ERY, EEEL2Y il 2y,

WIAEEY, SRR E DY

BEE I A VIV UFOBWIS, EEEMEIERAEEY HVWD 2R IN T D, FA T AN
SEMER (695 KUK) % HWT, BB TR E GENECUBEY B X OB HRIEY — » F 2 — 7 FluA/
B OMRE# RS2 X 5) 7V & £ A RT-PCRE & BGEHI L 720 #EHRE LT, BlE—3E13293.0%, &

PE— 213 998%, EF—HEIL994% TH D,

Key words GENECUBE, influenza

1. (FUBHIC

A VT IVI Y A ANIATRIZTATT 5 I 2
JEGLRE DT 2 R BEY T B MEZHICTIE
A 57 7 a= hgE W GBS DS < W

LNTED, FBEFMTRBEEE 2L 2 0% <,

KETIX2018FILZT SN2 A v 7V v FisHE
A RTA BTSRRI 2 L8
RSN TV DY, bAETD 20234E3 H DRt
BWC, 4 V7NV FOBMIH L CRERE IR

Received Apr. 1, 2024; Accepted May 3, 2024
Shino TSUDAY, Tomoka KUSAMA?", Amina
TAKEDAY, Masashi MICHIBUCHI??®, Takafumi
YOSHIKANE®?®, Yusaku AKASHI®, Hiromichi
SUZUKIY®
U BIB9S G R R
Department of Infectious Diseases, University of
Tsukuba Hospital
T 305-8576 ZIl> IFHRALR2-1-1
2-1-1 Amakubo, Tsukuba, Ibaraki 305-8576, Japan

Y— v Fa— 7 FluA/BOSplEIlE, ) TV A ART-
PCRECHE & 5@V % 3672 (r=0.88, p < 0.001),

BOFEHPRBIN TS Y,

4 H B (A F A S GENECUBE® (R 5tk
A&H, Fig 1Y) 1k, Q7u—7 (HBEH 7 o —
7") %\ 7z Polymerase Chain Reaction (PCR)
FaEHE LR SR T REDEERETH D,
SARS-CoV-2, RS 1 )V A, HilEH, Clostridioides
difficile 7 & &AHR A0 3 B R85 W A 15 38 o
MHETENTW2Y, 4, 20204F12 AI2H 72127
RBEINTA TNV FREREY - F2—-7°
FluA/B 2R L CRFl % 26 L 72,

D HERIR RSB S A T A HZER
Diagnostic Systems Department, TOYOBO CO.,
LTD.
T 530-0001 KRB AR AL X HEH 1-13-1 KB
VA LET =K TR
Osaka Umeda Twin Towers South, 1-13-1 Umeda,
Kita-ku, Osaka, Osaka 530-0001, Japan
¥ FLW R R TR BRI G i N R
Department of Infectious Diseases, Faculty of
Medicine, University of Tsukuba
T 305-8575 Kbt X RER1-1-1
1-1-1 Tennodai, Tsukuba, Ibaraki 305-8575, Japan
HASEALE L SARILE
E-mail : hsuzuki@md.tsukuba.ac.jp

XXX




Article in press

EREA & HEML 49856 %

GENECUBE

Fig. 1 GENECUBE Model C*.
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Fig. 2 Number of influenza virus-positive nasopharyngeal samples according toCt values.

NIID National Institute of Infectious Disease, RT-PCR reverse transcription polymerase chain reaction.

Table 1

Table 2

Concordance rate of the GENECUBE®“FIuA/B with real-time RT-PCR for
nasopharyngeal samples obtained from patients with suspected influenza virus infection.

(N=695)
Real-time RT-PCR (N2 NIID method)** Positive**  Negative
GENECUBE® FluA/B Positive** 40 1
Negative 3 651
Positive concordance rate (%) 93.0 (80.9-98.5)
Negative concordance rate (%) 99.8 (99.1-100)
Total concordance rate (%) 99.4 (98.5-99.8)

Data in parentheses indicate 95% confidence intervals.

*NIID National Institute of Infectious Diseases, RT-PCR reverse transcription pol
ymerase chain reaction

**All positive results were influenza A

Inconsistent cases and additional testing between the GENECUBE® FluA/B and real-
time RT-PCR methods in correlation studies using nasopharyngeal samples.

Real-time RT-PCR cobas ®Liat SARS-
GENECUBE® FluA/B
(N2 NIID method)* CoV-2 & Flu A/B**
A(+) A(+)
No.1 Q)
Sp values 43.2 Ct values 36.3
A(+) A+)
No.2 )
Ct values 34.5 Ct values 32.6
A(+)
No.3 - -
¢ Ct values 36.4 © )
A+)
No.4 ) O]

Ct values 38.5

*NIID National Institute of Infectious Diseases, RT-PCR reverse transcription pol
ymerase chain reaction

** Additional testing was performed using the cobas ®Liat® system and cobas ®L
iat SARS-CoV-2 & Flu A/B for cases with real-time RT-PCR and the GENECUB
E®FIuA/B mismatch.
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Fig. 3 Relationship between Sp values of the GENECUBE® FluA/B and Ct values of real-time RT-PCR using
influenza-positive nasopharyngeal samples. Regression line and 95% confidence intervals are shown.
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